


« Analysing and visualising networks
* Protein-Protein interactions
« Gene coexpression
« Functional Enrichments

 https://qgithub.com/cytoscape/cytoscape-tutorials/wiki



https://github.com/cytoscape/cytoscape-tutorials/wiki

* Nodes connected by edges

o9

* Nodes represent entities (genes, proteins, GO terms,
nucelotides)

« Edges represent connections between the nodes
(Pearson correlation, protein-protein interactions, the next
base in a sequence)

« Can be directed or not



« Load networks in various graph formats (sif, graphML, GML,
BioPax)
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« Simplest fFormat is Simple interaction File (.sif)

e columns are:
* Source Node
* relationship type
« Target Node

ENSDARG00000099966 geneExprCor ENSDARG00000095904
ENSDARG00000099966 geneExprCor ENSDARG00000086425
ENSDARG00000099966 geneExprCor ENSDARG00000104899
ENSDARG00000070656 genekxprCor ENSDARG00000038066
ENSDARG00000070656 geneExprCor ENSDARG00000019339
ENSDARG00000070656 genekxprCor ENSDARG00000095743
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« Extra node information can be imported from a
file containing a column that matches the node
names
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« Extra node information can be imported from a
file containing a column that matches the node
names
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« Extra edge information can be imported in the
same way

ENSDARG00000099966 (geneExprCor) ENSDARG00000012261 0.8719842
ENSDARG00000099966 (geneExprCor) ENSDARG0O0000095904 0.801965059
ENSDARGO00000099966 (geneExprCor) ENSDARG00000086425 0.819005265

ENSDARGO00000099966 (geneExprCor) ENSDARG00000104899 0.813827873
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« Cytoscape App for visualising Functional enrichments
« GO/KEGG/Reactome etc.
e http://www.ici.upmc.fr/cluego/cluegoDocumentation.shtml

« Groups terms to identify non-redundant terms

. ClueGO

Creates and visualizes a functionally grouped network of terms/pathways

o % o # (247) 145709 downloads | helpdesk | citations | discussions @ v QQ

Categories: automation, data visualization, enrichment analysis, functional module detection, GO

Bindea et al. 2009
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